To be continued .8 Anthocyanins were quantified using malvidin-3-glucoside as standard. C-3-Gal, C-3-Glu, C-3-Ara, Ukw nonacylated, and Ukw acylated refer to cyanidin 3-galactoside, cyanidin 3-glucoside, cyanidin 3-arabinoside, unknown nonacylated, and unknown acylated anthocyanins, respectively. KID and BLO refer to Kidd's D-8 and Blondee apple strains, respectively. Developmental stages: S1: 7/16/2013; S2: 08/07/2013; S3: 08/28/2013; S4: 09/14/2013 Identical sequences with different accession numbers are grouped together. Genes without accession numbers and references are identified new in this study. * This UFGT isoform was identified in our transcriptome profiling study, but not a member of the WGCNA module 'Pink' Page 12 of 14 Anthocyanin contents (µg g -1 DW). C-3-Gal, C-3-Glu, C-3-Ara, Ukw nonacy, and Ukw acyl refer to cyanidin 3-galactoside, cyanidin 3-glucoside, cyanidin 3-arabinoside, unknown nonacylated, and unknown acylated anthocyanins, respectively. and 2014 was used. The promoter region was divided into five fragments (named GR1 through GR5), and the location of each fragment is indicated. The number of cycles necessary for exponential, but non-saturated, PCR amplification was determined for each region using the negative control template (GTP replaced by water). Letter M and C indicate the McrBC digestion reactions with or without GTP (i.e. negative control), respectively. Reactions were performed in three independent triplicate PCR reactions driven from three independent digestions. . Kruskal-Wallis QTL mapping of the yellow-scan fruit trait in 'Royal Gala' (A) and PI613988 (B). The horizontal axes show the genetic maps of Linkage Group 9 as previously reported (Wang et al., 2012) . Marker CN444542 is linked to the fruit color trait with the most significant K-W statistics (P<0.00001), i.e. 40.8 and 55.7 in the 'Royal Gala' in PI613988 genomes, respectively. cM: centiMorgan. 
